Supplementary Table 1. gRNA sequences with protospacer adjacent motif (bold red letters), position, on-target score, %GC content and number of off-target.
	
	Name
	Sequence
	Position
	Strand
	On-target score
	%GC content
	Predicted off-target sites

	NP07-g1
	GTTCAGGAATCAAAAACATGTGG
	757,289-757,311
	-
	94
	35
	35

	NP07-g2
	CCTGTGTGGTACGCAACGTGGGG
	757,194-757,216 
	-
	99
	60
	3

	NP07-g3
	AGTGAGTATAAACGCGAACGCGG
	757,147-757,169 
	+
	99
	45
	6

	NP07-g4
	AACAGCCTGTGTGGTGGGCCCGG
	757,058-757,080 
	+
	94
	65
	12

	NP07-g5
	AATGTAGGGTCCAGATTCCCCGG
	756,731-756,753
	-
	96
	50
	11

	NP07-g6
	GCTGTCAGGATGGCTACGTACGG
	756,523-756,545 
	+
	97
	55
	13

	NP07-g7
	AGCTTATTAGGTCGTCGTTGTGG
	756,028-756,050 
	-
	97
	45
	12









